
PFC Dist to 3' gene Length Sequence

OlaDAAD1b 9,694 299

ATTCATCAAAAGTGCCGGCGCTTCGCTGGTAAAACGCAGGCT
GACGTTGCTCCAATGATCATTTATTGTAACAGGTTTATAAGCA
AATAAATAGGAGAGGGCTGTCACTTGATGATGGAGGCGGCCT
TCGGTCAGACGAATATTATCCAAGTGGAGAGGAGGAGAGGA
GTGAGGAGCGCGCTGCTCGTCCCTGAGTTGATATCTGAGTCT
GTTTTAGATTGCTCTTGGGTTTGGCCTCATGGGCGAAATTGAC
AGTCTGATTAATAAAACGAGCGCGGCAGCATTTCCCTCTTCA
TTTA

OlaDAAD2 4,918 27 ATTTTAAGTTCATTAAGTTCATAAGTT

OlaDAAD3 3,333 57
TAATGCATTACACAAACAAGTCACATTGGTTTAAATATAATG
ATTATCAATTAAAGA

OlaDADE8 3,353 24 ATGTTTGCATGTTTATTAAATGTT

OlaDADE10d 1,910 16 CAAAGTTAAGGTCAAG

OlaDADE9abce 218 153

TAATGACTGATATTGATGTATGGTAATTCCTTAGCTCGATCAC
ATGACACAATTACCTCAAGAATCGATCAAGATGTATTGCAGG
TCTGCCTGCGTTTCCTATTTTTTTCTCCCTCGCTGGGTCTTTCC
ACACGCGCGCCGTGCTATAGATGG

OlaDAEF11ab 2,657 28 TGTTTACTAAACCTTGAACCGTCTAGAC

OlaDAEF17 1,738 30 TTTATTGTCTTCTAAATTGCAATAGCCTTA

OlaDAEF19ac 193 162

GTCGCTGTTGACCACGTCTGCATCCGCAGTGGGAACGCGTGC
GTGGCGAGGAGGCTGCGTCTCAAGGCCATTTTCAAATCTCAT
TGGTGGGTTTGTCATGTGGTCTGGAGGCATCCTGACTTACAGA
TTGTTTTTTCTAGATATGTCAGCTTACAAAGGACA

OlaDAFG20 1,409 33 TGCATGTTTGTTGCATGTATATAATGCAATAAA

OlaDAFG22 434 33 TTTACAGCATGTTATTACATCTCATTTACGAGG

OlaDAFG23bcd 128 113

GTAAATATGATCACGTGATCCACGTAACCAATCCCTGTAGAT
GCAGGCCAGCAAAAATACTATGATTGTTCACAGAGGGAAGCT
TCCCGTACGAGTGCCTGTATTTTATGAGT

OlaDAGL40ab 5,098 71
GAACAAAGACAGTATTTCACTGGTGCCTGACAGGCAGCTGCG
AAAGTATTTACAGCCAACTGCAATGCGGC

OlaDAGL27 4,754 16 CTATTAATTTTGTTTG

OlaDAGL29 11,025 80
CAGGAAGGAGCGTGGTCCAATAAAGCTAAAGAAATGGCCAG
ACGTCTGGTCTAAATTAGTTTATGACTCTTTCAGTAATT

OlaDAGL32 3,631 24 GGATTGGCCTAAAAGAAGGAATGA

OlaDAGL35bcd 7,177 136

AATTTACAACTTGGCAATAGAGGTTTTTATGTGCCTCCATCGC
CTGTCATTGGATGCCACTGGTCATGTGTGAGAGGCAAACGTC
TTCATGGCCCTTTTCCTGATTTCCCAGGCGATTTCCCCCCACT
GCATTCTG

OlaDAGL37abcd 3,308 135

TATTGAATAAGTGCAACTTCGGGGATTATTTATGGGCCAGTGC
GGGGTTGTGAATGGCTGCGAGGAAACACGTGACGCCATTAAA
GTTTGTTTTATGGCTTGGGACTTGACAAGCCAAAATATAATTC
TCATTGT

OlaDAGL38 641 205

TTATTGATTCCCAGAAGCTGTTGCCACTGACCAATGGGCTCCC
GAAACACTTTTCTTCTCCTTTTTTTCAAAGGGACAGGGGCAGA
TGAAGAGATGAGAGTCATGTAACTTTTGGATGACCCCATCTT
GACAAAGACAGTGTCCATCACTTGTCCTCAGTCATTCTTCCCT
GCTTTTATGCCAAAGGGCTTTTTGTGTCTTTTGT



OlaDAGL46cde 2,326 41 AAGGTGAAAGACAGGTCAGGGCGTCTAACAAATATCAAAAT

OlaDAGL48abcde 980 82
GTCTATATATACCCTGTAGAACCGAATTTGTGTGAAGAACGC
TCAATCACAGATTCGATTCTAGGGGAGTATATGGTCGATG

OlaDAGL49bc 123 123

ATTGGCCGATCTGGTCACATGGTTCGCTAACTTTATTCAGTTG
ACACCAAGTAGGAGGGCTTTATGGAGGGAGGAAAAAAAGAC
AACTCGAGAAAAATTAGTATTTTCTACCTTCAGAAATTA

OlaDALM52 7,599 307

TGTTTTAACTTATTTTGTACAAAAATAACTAGCTTGGAAATCT
CCTTAACCCAAATTTCTATTCCCACACGGAAGACATTCCTGC
GCGCATTCTGGTCTGAGCGCCCTTATAAATCTCCTCTGACATC
TCTGTAAACAGTGTACATTTTCAGTGGGCTCTCTTATTCTATA
TGAAACTCACATGAATGATCATTCGATCCTGCATGGCTCAAA
TTGATTTTGGCCGTTTTTACCCCCATCGGACATAATCGAATAT
TTAGGATTAAAGTGGTTTATTTTTACGAAGTTACGTGGTTATT
TATTTGTT

OlaDALM53 7,101 336

ATATTTTTTGTTTTATATGGTCATTGTGCACGAATAGAAAAAG
CCCAGAAGCTTTTTTAGTACAAGGAGGTCTCTACTCTAAAGTG
ATGAGAGGGTTGAAAAGGTATTTCATCCGAAGGTCGACAAAG
GCAGCTGAGGCAGGTTCGTCCCGGGGACACATTTCAGCCGCG
AGGACTGACCCCAGCACCCCTGACCCGCCGGACAGGCAGCA
TTTTCTCTCCCAGGCGCTACTCGCTTTGGTTTGGAAGACTGTT
GTGCTGTTAAAAAACCTAAAGCCCATTCAAAGTAAAGAGTCA
CTTAATTCCACATTTTACACGTGTTTGAGCTGTATTTATA

OlaDALM54 6,678 15 TTTTTTATCTTGTAT

OlaDALM55 5,731 60
AGACAAAGTGATGCTTCCAGTTCAGCGTCCTGTCAAAAGTGA
TCCGGATATTGATGCTGA

OlaDALM58abcd 5,413 425

TGACCTACATGTCTGAACAGCAATAAATGAGAGCCAAAGGCA
GTGCCATTTTCAATGACACTGCACCCAGTGCATGAACACAAC
AGCCTTGCTCTCCATCCGGCCATGTTTGATTTCCAGCTGTTTT
TTCGCAGAAACCTCTCCGAGCCAGACAACCCCCTAAGATATA
TTAAAGTGCGCTGTCTGCATTCAGAGATATAATCCAGAGACT
ATGCCACTCCGCTCTCTATTCTCGACCACGTGATTGTCTAAAT
AATTAATGCAGCACGTCCCCCTAGAAACACGGCGTCGTCATT
AATCGCAAGGACTCTATCAGACTTGAAAACTGAAGAGATCCC
CCAAGAAAATAATATCCGATTCTCGGCGCAACTGTAGCCCCG
CATTGTAGCTGCGCATCTGAGCCGATGGATGTTCGGGTAGGT
AAA

OlaDALM59 4,045 16 GTCATTTTCCCCATAA

OlaDALM60 2,310 29 CAAACTTACCGTAACAGCGCGTAGGCGAA

OlaDALM62a 916 36 GTCATAAATTTTGCCACGGTCCACACTGACAGGTGC

OlaDALM63 2,423 22 CATTTTTGGACAAAAGCATATA

OlaDALM67bc 4,439 93

TAAATCAGTGTAAGTAATCCTTAAGTGTGCGAGGCTGTTGGG
GGCCGGGCGAAAACTGTAAATCTTTCACTTTTATTACCCTCCG
AACATATG

OlaDALM69bc 3,614 47
TCACGTGAACAAATATGCTTGTATCTAAAGGCAGCGCCTTTAT
TTGT



OlaDALM70ab 3,430 235

TTTATTGGTAGTTGAATGCAAGTCCTTCCATTCTTTCGGGAAT
ACTGTCTCCACTGGTGTATGGAAATGTCTGAAAAACAGCAAG
ATCAGGTTTAGGACAACTCTGTCTGCAGACAAAGGGTGAAGG
ATTTATTCTAGAGACTGCGTGGAAAGGAACCCATGCTCAGAG
GAAACTTGCTTTATATGATGAATTGATTCCCAGGTAAGAAACT
GCACGGCGGAAAGCAACCTTTAA


